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Abstract
The integrated development environment Bio7 is an ongoing effort to simplify the modeling and 
analysis of complex ecological systems. The application itself is based on the Eclipse Rich 
Client Platform (RCP) and contains several different plugins for special simulation and analysis 
tasks. One of these plugins is an adaption of the scientific image application ImageJ embedded 
in a Graphical User Interface within the Bio7 application. Furthermore a bidirectional Java 
connection to the statistical software R is available and can be used to analyze image, matrix 
and vector data which can easily be transferred from and to ImageJ.
In this presentation the Bio7 RCP framework and the use of ImageJ in combination with R for 
image analysis tasks will be demonstrated. It will also be shown that Bio7 can be useful for 
disciplines beyond ecological modeling in order to describe complex biological processes at 
various scales. Possible future developments of the platform will be discussed.
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